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DECLARATION UNDER 37 CF.R. § 1,132 



I, Andrzej Kilian, am an inventor of the above-listed applications, and I hereby 
Hf^clare as follows: 



1. I am the Director of Genomics Research at GAMBIA (Center for the Application 
of Molecular Biology to International Agriculture) and an expert in gene discovery. I wa^ 
awarded a Ph-D. from Silesian University in Poland for my studies on the population genetics of 
Arabidcpsis thaliana, I conducted research in genetics and molecular biology, and specifically 
comparative RFLP mapping of barley and wheat as a Postdoctoral Fellow funded by the 
International Atomic Energy Agency at the Plant Breeding Institute in Cambridge, England. In 
1991. 1 was a Visiting Professor ai Washington State University where I performed key early work 
on plant telomere genetics and molecular biology* I cloned barley telomere associated sequences 
mat allowed genetic mapping of almost all barley telomeres. In 1996 1 joined GAMBIA as a Senior 
Research Scientist. 



Oeclaration of Dr. AndizeJ KiHaa 

2. I and my co-inventor isolated, identified, characterized and sequenced the nucleotide 
seguencB of the fiill-length lelomctase gene prior to the filtog date of the above-identified 
.^plioatlon^. The nucleotide sequence we identified for the fiill length telomerase gene corresponds 
.to. the nucleotide -sequence set forth in Figure 1 ID ("Rxfeience Protein"). Further, the polypeptide 
sequence disclosed in Figure 11 D corresponds to the telomerase protein sequence which we 
identified in the laboratory. 

3 . We also identified, characterized and sequenced the nucleotide sequences coding for 
the telomerase splice variants listed in Figures 1 1 A-C> 1 IG-N, 1 IR-W of the captioned application 
prior to the captioned application's filing date. The nucleotide sequences listed in each of these 
figures is correct and corresponds to the nucleotide sequences which we identified in the laboratory , 
In particular, the codon tliat codes for amino acid 18 is 'TAG" in these figures, and it codes for "Y" 
(tyrosine) not 'T" (threonine). However, amino acid 18 is mistakenly identified as 'T" (threonine) 
in each of these figures, whereas we identified amino acid 18 in the laboratory as being "Y*' 
(tjTOsine). This error arose during tfie prepaiation of the above-Identified application. Specifically, 
Figures 1 1 A-C, 1 1 G-N, 1 IR-W were apparently prepared from Figure 1 ID, which lists the correct 
full Jength telomerase gene seqxience and the correct telomerase polypeptide sequence using the 
rorrcc; three, letter code for the amino acids. Apparently, a clerical error occurred when converting 
;i« ttiree letter code for tyrosine ("Tyf') from Figure 1 ID to its one letter code for use in Figures 

} J A-C, 1 IG-N, 1 IR-W. i.e-, amino acid 18 should have been identified as 'T" and not "T" in those 
figures. 

4. The error at amino acid 18 in the figures identified in paragraph 3, above, is also in 
the following sequences in the sequence lisdng: SEQ ID NO:35 (Figure 11 A), SEQ ID NO:37 
(Figure 1 IB), SEQ ID NO:39 (Figure 1 1C)» SEQ ED NO:42 (Figure UG), SEQ ID NO:44 (Figure 
1 IH), SEQ ID NO:46 (Figure 1 II), SEQ ID NO:48 (Figure 1 1 J), SEQ ID NO:50 (Hgure 1 IK), 
SEQ ID NOs:52 and 53 (Figure 1 IL). SEQ ID NOs:56 and 58 (Figure 1 IM), SEQ ID NOs:60 and 
62 (Figure 1 IN), SEQ ID NOs:68 and 70 (Figure 1 IR). SEQ ID NOs:72 and 74 (Figure 1 IS), SEQ 
ID NOs:76 and 78 (Figure 1 IT-U), SEQ ID NOs:80 and 82 (Figure 11 V), and SEQ ID NOs:84 and 
86 (Figure 1 IW). Each lists amino acid 18 as 'T', but the corresponding codon. codon 18» is 
*TAC". In each case, threonine is incorrect because we identified amino acid 18 as tyrosine for 
each sequence. 
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5. There is an additional minor clerical error in SEQ ID NO:39, which occurred during 
tfie pfftpajraUon of the- Sequence Listing, Figure UC is Che basis from which both SEQ ID NOs:38 
-^nd 39 were prepared. Figure 1 IC contains the conecl nucleotide sequence and amino acid 
irqucnce, except at amino acid 18, discussed above. SEQ JD NO:38 is conect and contains die 
s?.7ne nucleotide sequence as in Hgure UC. SEQ ID NO:39 contains an incorrect sequence of the 
polypeptide lhat is encoded by the conect nucleotide sequence listed in SEQ ID NO:38. ti SEQ ID 
NO:39, the amino acid "His" was incorrectly omitted at amino acid position number 76Z **His" 
should have been mserted at this position, and the remaining amino acids, i.e., 763*807, should have 
each been shifted to one higher numbered position. For example, in the originally filed sequence 
listing, "Val" is incorrectly listed as amino acid number 762, whereas *'Val" should have been listed 
as amino acid 763 because 'His'* should have been listed as amino acid numlser 762. As stated 
above, the correct nucleotide sequence is in SEQID NO:38 and Figure IIC. For example, codons 
761, 762 and 763 of SEQ ID NO:38 (Figure 1 IC) arc conecfly listed as "AGC,*' **CAC" and 
**GTC;" these codons encode amino acids ''Ser," "His" and "Val/' respectively, 

Cu I hereby declare that all the statements made herein of my own knowledge are 
t^xc 3-ad that all statements made on information and belief are believed to be true; and farther, 
Gmt these statements are made with the knowledge that willflil false statements are so made 
punishable by fine or imprisonment, or both, under Section 101 of Tide 18 of the United Stares 
Code and that such willful false statements may jeopardize the validity of the application or any 
patent Issuing thereon. 





Date 



Andrzej Kilian. Ph.D. 
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